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calculate_unweighted_prevalence
Calculate wasting prevalence by MUAC

Description

Calculate wasting prevalence by MUAC

Usage

calculate_unweighted_prevalence(
muac,
muac_units = c("mm", "cm"),
oedema,
oedema_recode = NULL,
status = c("sam”, "mam")

)

calculate_weighted_prevalence(
age,
sex,
sex_recode = NULL,
muac,
muac_units = c("mm", "cm"),
oedema,
oedema_recode = NULL,
status = c("sam”, "mam")

)

ipc_calculate_prevalence(df, status = c("”sam”", "mam"))

Arguments
muac A numeric value or vector of numeric values for MUAC measurement of child.

The expected values for MUAC are in millimetres. If units are different, use
muac_units to specify which units are used.
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muac_units

oedema

oedema_recode

status

age

sex

sex_recode

df

Value

A character value for units used for MUAC measurement. Currently accepts
either "mm" for millimetres (default) or "cm" for centimetres.

A value or a vector of values for oedema status of child. The expected values
for oedema is 1 = for presence of oedema and 2 for no oedema. If data values
are different, use oedema_recode to map out the values to what is required.

A vector of values with length of 2 with the first element for the value signifying
presence of oedema and second element for the value signifying no oedema in
the dataset. For example, if "y" is the value for presence of oedema and "n" is
the value for no oedema, then specify c("y", "n). If set to NULL (default),

then the values c(1, 0) are used.

Which wasting anthropometric indicator to report. A choice between c("sam",
"mam"). Default to "sam"

A numeric or integer value or vector of values for age of child. The age of child
should be in months.

A value or a vector of values for sex of child. The expected values for sex is 1 =
males; 2 = females. If data values are different, use sex_recode to map out the
values to what is required.

A vector of values with length of 2 with the first element for the value signifying
males and second element for the value signifying females in the dataset. For
example, if "m" is the value for males and "f" is the value for females, then
specify c("m"”, "f). If set to NULL (default), then the values c(1, 2) are used.

A data.frame for a MUAC dataset on which appropriate checks have been ap-
plied already produced via a call to ipc_muac_check() with the .summary ar-
gument set to FALSE.

A single value, a vector of values, or a table providing a prevalence

Examples

calculate_unweighted_prevalence(
muac = muac_data$muac,
oedema = muac_data$oedema,

status = "sam”
ipc_muac_check(
muac_data, age = "age"”, sex = "sex”,
muac = "muac”, muac_units = "cm”,
oedema = "oedema"”, oedema_recode = c(1, 2),

.summary = FALSE

) 1>

ipc_calculate_prevalence()
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check_missing_data Check missing anthropometry data

Description

Check missing anthropometry data

Usage

check_missing_data(df)

Arguments
df A data.frame with information on age, sex, oedema status, and MUAC of each
child that has been processed using process_muac_data()
Value

A tibble summarising number and percent missing data for age, sex, oedema status, and MUAC for
the given df

Examples

check_missing_data(muac_data)

classify_age_ratio Classification functions that support the main functions for working
with MUAC datasets

Description

Classification functions that support the main functions for working with MUAC datasets

Usage

classify_age_ratio(p)
classify_sex_ratio(p)
classify_sd(std_dev)
classify_quality(age_ratio_class, sex_ratio_class, std_dev_class, dps_class)

classify_acute_malnutrition(
muac,
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muac_units =
oedema,
oedema_recode

Arguments

p
std_dev

age_ratio_class

sex_ratio_class

std_dev_class

dps_class

muac

muac_units

oedema

oedema_recode

Value

C(Hmmn , ”Cm”) ,

= NULL

Numeric value for p-value of a statistical test used in the various checks applied.

Numeric value for standard deviation (SD) of a measurement usually MUAC.

A character value or vector for classification based on the result of the age ratio
test.

A character value or vector for classification based on the sex ratio test.
A character value for vector for classification based on standard deviation.

A character value for vector for classification based on the digit preference score
(DPS)

A numeric value or vector of numeric values for MUAC measurement of child.
The expected values for MUAC are in millimetres. If units are different, use
muac_units to specify which units are used.

A character value for units used for MUAC measurement. Currently accepts
either "mm" for millimetres (default) or "cm" for centimetres.

A value or a vector of values for oedema status of child. The expected values
for oedema is 1 = for presence of oedema and 2 for no oedema. If data values
are different, use oedema_recode to map out the values to what is required.

A vector of values with length of 2 with the first element for the value signifying
presence of oedema and second element for the value signifying no oedema in
the dataset. For example, if "y" is the value for presence of oedema and "n" is
the value for no oedema, then specify c("y", "n). If set to NULL (default),

then the values c(1, 0) are used.

A single value or a vector of values providing a classification

Examples

age_ratio_p <- nipnTK::ageRatioTest(as.integer(!is.na(muac_data$age)))$p
classify_age_ratio(age_ratio_p)
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ipc_muac_check Perform MUAC check based on IPC and CDC recommendations
Description
Perform MUAC check based on IPC and CDC recommendations
Usage
ipc_muac_check(
df,
age = nagen’
sex = "sex",
sex_recode = NULL,
muac = "muac”,
muac_units = c("mm"”, "cm"),
oedema = "oedema”,
oedema_recode = NULL,
.summary = TRUE,
.list = TRUE
)
summarise_muac_check(df, .summary = TRUE, .list = TRUE)
Arguments
df A data.frame with information on age, sex, oedema status, and MUAC of each
child
age A character value for name of variable in df for age of child. The age of child
should be in months.
sex A character value for name of variable in df for sex of child. The expected
values for sex is 1 = males; 2 = females. If data values are different, use
sex_recode to map out the values to what is required.
sex_recode A vector of values with length of 2 with the first element for the value signifying
males and second element for the value signifying females in the dataset. For
example, if "m" is the value for males and "f" is the value for females, then
specify c("m"”, "f). If set to NULL (default), then the values c(1, 2) are used.
muac A character value for name of variable in df for MUAC measurement of child.

muac_units

oedema

The expected values for MUAC are in millimetres. If units are different, use
muac_units to specify which units are used.

A character value for units used for MUAC measurement. Currently accepts
either "mm" for millimetres (default) or "cm" for centimetres.

A character value for name of variable in df for oedema status of child. The
expected values for oedema is 1 = for presence of oedema and 2 for no oedema.
If data values are different, use oedema_recode to map out the values to what is
required. If dataset does not have oedema values, set this to NULL.



muac_data

oedema_recode

.summary

.list

Value

A vector of values with length of 2 with the first element for the value signifying
presence of oedema and second element for the value signifying no oedema in
the dataset. For example, if "y" is the value for presence of oedema and "n" is
the value for no oedema, then specify c("y", "n). If set to NULL (default),

then the values c(1, 0) are used.

Logical. Should output be a summary of all the checks performed on the MUAC
dataset? If TRUE (default), output will be a single row data.frame with each
column for each metric used to check MUAC dataset. If FALSE, a data.frame
with same number of rows as df and columns for each metric used to check
MUAC dataset is added to df. Setting . summary to FALSE is usually only used
for when the output structure is required for further analysis (i.e., calculation of
prevalence).

Logical. Relevant only if .summary is TRUE. Should summary be given in
list format? If TRUE (default), then the output is in list format otherwise a
data.frame is provided.

A data.frame with a single row with each column for each metric used to check MUAC dataset
if .summary is TRUE. If . summary is FALSE, a data.frame with same number of rows as df and
columns for each metric used to check MUAC dataset is added to df.

Examples

ipc_muac_check(df = muac_data, oedema_recode = c(1, 2), muac_units =

n

cm")

muac_data

Nutrition survey data with MUAC and oedema measurements and lo-
cation information anonymised.

Description

Nutrition survey data with MUAC and oedema measurements and location information anonymised.

Usage

muac_data

Format

A data frame with 6 columns and 435 rows:

Variable
state_name

district_name

age

Description

Name of state

Name of district

Age of child in months



sex
muac
oedema

Examples

muac_data

process_muac_data

Sex of child. 1 = male; 2 = female
Mid-upper arm circumference (MUAC) measurement in centimetres
Presence or absence of oedema. 1 = oedema; 2 = no oedema

process_muac_data Process MUAC data
Description
Process MUAC data
Usage
process_muac_data(
df,
age = "age
sex = "sex",
sex_recode = NULL,
muac = "muac”,
muac_units = c("mm", "cm"),
oedema = "oedema”,
oedema_recode = NULL
)
Arguments
df A data.frame with information on age, sex, oedema status, and MUAC of each
child
age A character value for name of variable in df for age of child. The age of child
should be in months.
sex A character value for name of variable in df for sex of child. The expected

sex_recode

muac

values for sex is 1 = males; 2 = females. If data values are different, use
sex_recode to map out the values to what is required.

A vector of values with length of 2 with the first element for the value signifying
males and second element for the value signifying females in the dataset. For
example, if "m" is the value for males and "f" is the value for females, then
specify c("m", "f). If set to NULL (default), then the values c(1, 2) are used.

A character value for name of variable in df for MUAC measurement of child.
The expected values for MUAC are in millimetres. If units are different, use
muac_units to specify which units are used.



process_muac_data

muac_units

oedema

oedema_recode

Value

A character value for units used for MUAC measurement. Currently accepts
either "mm" for millimetres (default) or "cm" for centimetres.

A character value for name of variable in df for oedema status of child. The
expected values for oedema is 1 = for presence of oedema and 2 for no oedema.
If data values are different, use oedema_recode to map out the values to what is
required. If dataset does not have oedema values, set this to NULL.

A vector of values with length of 2 with the first element for the value signifying
presence of oedema and second element for the value signifying no oedema in
the dataset. For example, if "y" is the value for presence of oedema and "n" is
the value for no oedema, then specify c("y", "n). If set to NULL (default),

then the values c(1, 0) are used.

An appropriately structured data.frame that can be passed on to other functions

Examples

process_muac_data(muac_data)
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